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1. MaZA S AL ZH7H
A= T ZAAER 7t 2 H[3
HH =X 31t H M (AFP)
(GC Labs RE: W911)
H o = = 31=H e M (CDX-2)
(GC Labs RE: W912)
H o = %| 31 M (NSE)
(GC Labs ZE: W913) A  REN.
- #4 et block Lt5677}/C567300FZ (670.517%)
Mo XX 35t M(PMS2) NE! - Z}Z} Unstained slide CHARRTE 2H2E 62,7609
(GC Labs FE: W914) - Bah d2, A2 . Z0| b3t
o HAYE @ Tissue 2|Z| Al
H A X% o} st M (Thyroglobulin) Immunohistochemical stain 10% buffer Z2U2 =A| X
(GC Labs BE: W915) = LY PN i P R @ HE|XICHK|(HRE BHEX|) A&
- @AM/2R9: E-5/58
HH =X 35t H M (Myo-D1) - 0|2 M: Xzl M [HE: 098 302 T+
(GC Labs RE: W916)
™ of & X 5} 5H M (Calcitonin)
(GC Labs TE: W917)
o = Z| 515t M (GFAP) A
(GC Labs R E: K055) N
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NF1 SR HAt
(GC Labs T E:1426)

F7 gene mutation

(GC Labs T E: K488)

AR N7 SRR 2A
HAY/ARY: 8-3/35Y
 ZOlARSE MR, N 7|

Q2| A: 2R BALLIR[A,

7 HAEA S/

- ZAH: NF7 [Sequencing & MLPA]
- HAIY/ALY: H-3/17Y
- FO|AE: -

- 2| M: EXtFHS HACIEIM G

FHEIH)EE, FHRHA SN

q

(589 098 3% H+£]

F8 gene mutation

(GC Labs A E: K586)

- 4dX: EDTA whole blood 6.0 mL
CAMNY/Ae Y E-7/30Y

- FOANE: @ MF = 1€ oUW 2|z

S7HA Y B
@ 81, ¥s AN =X

® FUHD 7|

CQIZ[M: ZART HARS 2| A,

TG A S| M

- Z44|: EDTA whole blood 3.0 mL
- dA/Ae: H-a/17Y
- FO|ALE: -

- QI2[M: 2t HARIZIM G

FHEH)EE, FEREA 32N

[H8Y: 108 01L H+&]

XHH| HAr H

F9 gene mutation

(hemophilia B)
(GC Labs F E: X801)

- 4H: EDTA whole blood 6.0 mL
AAY/Ae Y 2-2/30Y

- FOIAME @ MF = 1€ oW o2

SHA U BT
@ 81, 45 N #x

® FUHD 7|

Q2| A: 2R BALLIR[A,

FHAE A S/

- Z4H|: EDTA whole blood 3.0 mL
- dAd/AQ f-F/17Y

- FOIAFE: -

- O|R|M: EXtgHE HAICIZIN G

FHEH)EE, FHRHA SN

—

(H8Y: 108 012 Hae

VWF gene mutation

(GC Labs A E: 1126)

- DAHE:

F9 gene mutation (hemophilia B)

ZAY/2RY: B-3/30Y

- FOArE @ MF = 1€ oW 2|z

S7H Al 4 B
@ 81, ¥s N =X

® FUHD 7|

QI[N ZART HARS 2| A,

TG A S| M

- ZME: F9 gene mutation
- dAY/AY: H-5/17Y
- FOIAE: -

- QI2|M: 2R HARIZIM G

FHEIF)EE, KA 2N
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22: 10€ 01

ne

- ZH: EDTA whole blood 4.0 mL
-HAIY/2Q Y E-5/30

- FOIAME @ MF = 1€ oW o2

=7t Al 48 22
@ 34, 4= dH 2o
® FUHD J|xy

Q2| A 2R BALLIR[A,

FHAE A S/

- Z44|: EDTA whole blood 3.0 mL
- dA/AU B-F/17Y

- FO|AFE: -

- O|R|M: EXtgHE HAICIZ|IN G

FHEM)EE, FHRHA 2N

(H8Y: 108 012 Hae
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Ch(PB, general)
(GC Labs Z E: 1780)

HAY/£9Y: H-5/10Y

Ch(PB, high resolution)
(GC Labs F E.: S456)

299 Thx
Metanephrines, free, T o 51 2 o0
o Atd/agQd: 8-2/2
253 [P, LC-MS/MS] FAY/20Y: 8-33Y SUS/EEE Ees
(GC Labs 21=. 5660 [H8Y: 10% 012 H+E]
- I3 E: G317, G318)
EGFR (tissue) - HAH: £GFR (tissue) . A
[PNA clamping AR H HA [PNA clamplng Real—tme P;R] EGFR (tissue) [Real-time PCR]
Real-time PCR] (Alet @aao|) <SS Peptide nudeicacid . apr: Real-time PCR
eal-ime mediated real-time PCR . | 2ol
C. . 2 MNAH
(GC Labs TE: 1694) clamping method [H8: 098 302 M+-=]
AAE: A
Amino acid Amino acid [U, LC/MS-MS] Amino acid [RU, LC-MS/MS]
[U, LC/MS-MS] dH 83 - @H|: - Random urine 20 mL . 2 K|. Random urine 2.0 mL
(GC Labs T E: SA03) - 24 hours urine 2.0 mL .
(EHE R 6N HC]) [H2Y: 102 012 2]

- ZAE: Granulocyte monocyte-
colony stimulating factor, plasma
- ZH|: EDTA plasma 0.7 mL

. ZAAFH: GM-CSF - ZALtH: Bead-based multiplex
- AH: Serum 1.0 mL immunoassay
pojeto MY - FOH (TR pg/mL): < 15.0
X 7| ' . 9
e EIA (enzyme immunoassay) - HAI/20 Y E,5/24Y
Sc. AAsE w5 (ET pg/ml) < 50 FolArd:
NHBFBD o2t - yBUS ¥y EaB0| $7 US
-EAEE: 2 A @ 84, X4, 22 4N 2y
- @Ar=7F: 385,030 ® ddEY, 828 7™

- HEPE: Q| AHAL
- AA=7}: 467,970€

[H8Y: 098 19¢ £
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AN HAALS W o w3
- At Benzodiazepine (8 2) - @AHB: Benzodiazepine 2%
- HAMYE: GC-MS - AP LC-MS/MS
(gas chromatography-mass (liquid chromatography-MS/MS)
spectrometry) - dA /2R EH-5/7Y
AN /2R Y Y-F/102 FEEPA: -
x4 MQIELZ|RF B - A7t 80,000
Benzodiazepine (S2) | wnoz ozt . 2A7} 600008 - eMgs:
(GC Labs 31.=: X280) HAAPHE HA . 2EME=. - Alprazolam - Clonazepam
- Alprazolam - Clonazepam - Diazepam - Lorazepam
- Diazepam - Lorazepam - Nordiazepam - Oxazepam
- Nordiazepam - Oxazepam - Temazepam - Flunitrazepam
- Temazepam - Nitrazepam - Triazolam
[HE8Y: 108 012 E+Z]
3. TEISX|
dAargds S AR Hgd
AL A ZA R QT FEEX|

Hydroxyproline, free | . 45514 Amino acid [RU, LC-MS/MS] (GC Labs ZE: SA03)! )
[LC/MS-MS] 108 01 &
(GC Labs F.E: $130) - &7) HHHARE 2024E 102 0122 H HAIEE HEE = FALIC

(2 32 AAEE ¥y 3p Tx)

0

4>
Hr

NF1
(neurofibromatosis 1) | & HAI HE2 2 Qs +EFX| 092l 232 FAE
family % CHAM|Z AL Familial mutation (GC Labs & E: N277)° SR ETE
(GC Labs B E: 1769)

1. Amino acid [RU, LC-MS/MS] (GC Labs 2 E: SA03)

- ZH|: Random urine 2.0 mL - BEM™E R £51404/D514500KZ (1261.608)

cHEh WE +5140}/D514603KZ (357.637H)

- AP | C-MS/MS (liquid chromatography-MS/MS) =51404/D514604KZ (357.6373)

- EDX: EXANX| Fx - HAL7E: 185,030

- gAY/ Y E-E/5Y - FOIAE: MF SA Es 2

- Q2| M: MHHTHALO| & HALL|Z| M % 20243 102 012 HAIHE 7|1F

2. Familial mutation (GC Labs 3 E: N277)

- ZH|: EDTA whole blood 3.0 mL - HEH: LI580Ct/C580500KZ (1993.837)

- Bk Y - A7t 186,620

- HAHH: PCR & sequencing - FOIALR: BHR} ItEO| YTl R XL HO| 7| Y

- FOX]: HX|Z0K| HE - QIE|M: ZALRTES HAIZIM G RT(EIFH) R,

- MY/ Y E-5/178 FHXHA S2IM

|z HQl sHXo| =AY T

(=lel 4=h

= -
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