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- Z4AHH: Mitotane (Lysodren)
- 4H|: Serum 2.0 mL
- DA E:
GC-FID (gas chromatography-flame
ionization detector)
- & K| (ug/mL):
Not established
* Usual therapeutic doses produce
mitotane serum concentrations of
less than 100 ug/mL.
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Mitotane (Lysodren)
(GC Labs TE: X404)

- ZAAHH: Mitotane
- HH|: Heparin plasma 2.0 mL
- ZApEEY.

GC-MS (gas chromatography-mass
spectrometry)

- &3 X|(mcg/mL):

Therapeutic: 14~20

- FOIALE:

@ A FE(SST), lithium heparin
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058 D058000KZ 49.92 4,670 4,700
0567}k D056102KZ 101.61 9,510 9,560
061 D061000HZ 46.15 4,320 4,340
B340 Thalassemia battery
084 D084109KZ 112.26 10,510 10,560
31 BZ031 - 16,000 16,000
=32 BZ032 - 13,000 13,000
M679 DMD/BMD Deletion 5817}k CZ581 - 546,000 546,000
N273 F8 gene deletion/duplication L5817t CZ581 - 615,000 633,000
K841 FBN1 gene deletion/duplication L5817t CZ581 - 1,006,000 1,036,000
P344 MECP2 gene, deletion/duplication (Rett syndrome) [MLPA] L5817}k CZ581 - 615,000 633,000
X065 PMP22 ST X}, AEZA/ZEIMIPAY] 5817} CZ581 - 400,000 410,000
M713 Prader-Willi deletion/duplication 5817t CZ581 - 615,000 633,000
Q494 PROS1 gene, deletion/duplication (protein S deficiency) [MLPA] 5817}k CZ581 - 615,000 633,000
K604 VHL gene deletion/duplication L5817t CZ581 - 615,000 633,000
X742 MGMT Gene L581L} CZ584 - 319,000 335,000
P30T gZilsiognir: IZuLtzzg:ephalopathy with axonal spheroids and pigmented glia) [Sequencing] i i i 961,000 DAL
X177 ABO gene genotype - - - 249,000 256,000
C508 Anisakis - - - 22,000 23,040
X431 CDH1 gene Mutation - - - 1,012,000 1,042,000
7038 FISH(22g12, EWSR1 gene) - - - 435,000 435,000
B571 FISH(iso 17q) - - - 347,000 365,000
B549 FISH(Kallmann syndrome) - - - 348,000 348,000
B554 FISH(n-myc,2p23-p24) - - - 482,000 491,000
7027 FISH(SRY,Yp11.3) - - - 348,000 366,000
X281 FISH(SYT) - - - 394,000 414,000
N857 MET (7931), amplification, tissue [FISH] - - - 568,000 596,000
X555 PRSS1 gene (Des) - - - 683,000 683,000
L247 PSENT gene mutation - - - 578,000 578,000
W603 Schistosoma haematobium Ab (Z&FHES) - - - 22,000 23,040
X347 Schistosoma mansoni Ab (ItE=FHEZ) - - - 22,000 23,040
X143 SERPINC1 gene Mutation(AT3 deficiency) - - - 419,000 432,000
S143 Silicate - - - 73,840 73,840
X277 OpkEt I H AH (Codeine+Morphine+6-Acetylmorphine) - - - 90,000 90,000
X276 OpkEt I A AR2(Amphetamine+Methamphetamine+ Benzoylecgonine) - - - 90,000 90,000
X279 Opeb =2l 2 AF3(THC-COOH+PCP) - - - 90,000 90,000
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