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No | GCR- 2 A g e | 32 2010;:4“?5”5 TS 212
1| z164 AML1/ETO B & 596 CzZ808 | 143,000 | 150,000 | AHASYA
2 | X079 BTK gene Mutation +595 Cz664 | 497,000 | 499,000 | ALAMESYRA
3 P540 EBV PCR &8 =598 CZ965 92,000 97,000 AENSYER
4 | X100 Family Study T.M.Analysis 596 Cz834 70,000 94,000 | MEMEYER
5 | X168 FSHD.D4Z4(Southern Blot) 596 CZ820 | 424,000 | 445,000 | &HA2YHA
6 | P545 MDR1 gene Genotype =596 Cz835 | 133,000 140,000 | HENM=SEZ
7 | X519 PABPN1 gene point mutaion =595 CZ641 114,000 120,000 | A&AN=2HEA
8 | M713 Prader-Willi PCR 596 Cz832 | 160,000 | 168,000 | AMHASYE
9 | z166 PTPN11 gene Mutation +595 Cz621 | 321,000 | 432,000 | AHASYA
10 | X410 SPAST gene Mutation(SPG4) £595 Cz615 | 422,000 | 519,000 | A&HAMSYR
11| EO001 Proinsulin L206 CZ206 29,000 32,000 HENSYER
12 | S840 HLA-crossmatch L4722 | Cz472%2 | 144,610 | 151,810 | MSCHSYHR
183 | B340 Thalassemia battery 312 | BZ0312 36,990 38,640 | MSCHstH&
14 | X216 C-Kit 1 exon +595 CzZ625 92,000 97,000 | MSotatg&
15| X217 C-Kit 3 exon 595 Cz625 150,000 158,000 MNE0tatE &
16 | X348 C—Kit 4 exon +595 Cz625 | 196,000 | 206,000 | AMSOtAtHRA
17 | X401 Anti NMO IgG(Neuromyeli.) £422~4 | Cz422~4 | 97,000 | 102,000 | AN SO0tAHR
18 | X453 Paraneoplastic Ab(& &) £422~4 | CZz422~4 | 176,000 185,000 MNE0tatE &
19 | E414 Paraneoplastic auto Ab £422~4 | CZ422~4 | 97,000 102,000 | MS0tAtEHSA
20 | M747 PML/RARA & & A At 596 Cz807 | 183,000 | 192,000 | MSOtAtHA
21 | X088 Alagille Syndrome £595 Cz654 | 619,000 | 631,000 | AMSOtAtHRA
22 | X054 Androgen insensitivity Syndrome =595 Cz663 | 346,000 358,000 | AS0tAtEHSA
23 | C611 CAH major mutation 595 CzZ608 | 321,000 | 332,000 | AMSOotatgH&A
24 | C956 DAX1 Gene Mutation - - 370,000 | 383,000 | A SO0tatHA
25 | 7053 FGFR2 =595 CzZ693 | 160,000 | 168,000 | MSOtAIHRA
26 | X176 GCH1 Gene Mutation =595 Cz650 | 240,000 252,000 MNE0tatE &
27 | X157 HPRT1 Gene Mutation +595 CZ599 | 247,000 | 259,000 | MSO0tatH&A
28 | X025 LDOL Receptor gene Mutation =595 Cz622 | 410,000 | 424,000 | MSO0ratE &
29 | 7025 Leigh disease +595 CZ698 93,000 | 152,000 | MSOotatg&
30 | M682 Menkes syndrome(ATP7A) =595 CZ681 603,000 615,000 MNE0tatE &
31 | X130 MSP(Methylation Specific PCR) - - 163,000 | 171,000 | AN SO0tatHA
32 | X015 NPC gene Mutation - - 147,000 154,000 | MSO0r&MEHA
33 | X835 PARK2 gene mutation +595 CZ620 | 535,000 | 546,000 | MSOtAtHA
34 | X014 SMPD1 gene Mutation - - 147,000 | 154,000 | AS0tarHE2
35 | X555 SPINK1, PRSS1 gene mutation 595 CZ703 | 345,000 357,000 MNE0tatE &
36 | Z355 THRB gene mutation - - 147,000 154,000 | MS0tAtEH S
37 | X938 Vit.D resistant rickets =595 CZ700 | 511,000 | 520,100 | AZSO0tatE &
38 | S538 Tryptase 154 BZ154 79,090 83,100 | o0&ty &
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